
What an we replae M with?
Instead of the whole input spae,
we onsider a �nite set of input points,
and ount the number of dihotomies
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Dihotomies: mini-hypotheses
A hypothesis h : X → {−1,+1}

A dihotomy h : {x1,x2, · · · ,xN} → {−1,+1}

Number of hypotheses |H| an be in�nite
Number of dihotomies |H(x1,x2, · · · ,xN)| is at most 2N

Candidate for replaing M
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The growth funtion
The growth funtion ounts the most dihotomies on any N points

mH(N)= max
x1,··· ,xN∈X

|H(x1, · · · ,xN)|

The growth funtion satis�es:
mH(N) ≤ 2N

Let's apply the de�nition.
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Applying mH(N) de�nition - pereptronsPSfrag replaements00.511.522.533.5411.21.41.61.822.22.42.62.83

PSfrag replaements00.511.522.533.5411.21.41.61.822.22.42.62.83

PSfrag replaements00.511.522.533.540.511.522.53
N = 3 N = 3 N = 4

mH(3) = 8 mH(4) =14
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